Figure S1: a. Schematic representation of the genotypic interaction analysis of
PARK2 gene regulatory region SNPs rs9365492 and rs9355403 with the SNPs
of gens providing Risk toward the Leprosy. Genotypes/Alleles in red color
represent risk. b. Schematic representation of the genotypic interaction analysis
of PARK2 gene regulatory region SNPs; rs9365492 and rs9355403 with the
SNPs of gene providing Protection towards the Leprosy. Genotypes/Alleles in red
color represent risk.
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